Membrane modelling and protein interactions

Pietro Sillano’ 2, Siewert-dan Marrink2, Timon Idema’

1 Kavli Institute of Nanoscience, Dpt. of Bionanoscience, TU Delft l _Slllan O@tUdelft_nl

2 Faculty of Science and Engineering, Rijksuniversiteit Groningen

Spatial and temporal scales

Atomistic Martini ! 4 beads model 2 Mesoscale Dynamic triangulated  continuum models
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Can we develop a simple physics based model that allows for
topology change and large deformations?

Computational experiments
can help us design and
guide lab experiments.

How do membranes mediate interactions?
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Endocytosis across methods
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Full atomistic Martini

Particle based Mesh based Continuum model
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FROM NON-LIFE TO LIFE
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